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High Performance.qumd Chrom.atog.raphy.(HP.LC) identified and enumerated with an inverted microscope Figure 6. Stacked bar graphs of community composition as the percent of TChla contributed by
e Pros: relies on pigments over direct identification, low effort e HPLC: HPLC and CHEMTAX preparation and analysis following each algal group from SC1. Data was taken at high tide. Data from CWK 2021. Stephens et al. in
press.

e Cons:only ID to class level, variability in pigment concentrations,
issues with CHEMTAX software e Metabarcoding: vacuum filtration onto 0.2um PVDF filters using 6- e Increased dominance of opportunistic species in August

Metabarcoding branch manifold (Figure 4A), DNA extraction using Qiagen DNeasy > Corresponds to decreased diversity _
* Pros:unambiguous ID to genus level, high throughput PowerSoil Kit, primers designed to amplify 18S rRNA and 16S rRNA * Demonstrates need for more regular sampling

e Cons:still in development, issues with estimation of relative
abundance

Stephens et al. (in press)

genes for eukaryotes and prokaryotes respectively, sequencing using
Illumina MiSeq, and taxonomic assignment using SILVA and CyanoSeg
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e Essential to study response of estuaries to climate change
o Monitoring of HABs, estuarine heat waves, eutrophication
o Understanding synergistic stressors
Figure 2: A) microscope cartoon; B) example HPLC chromatogram from Tamm et al. 2015; C) Figure 4: A) 6-branch manifold setup in laminar flow hood; B) 20mL glass vials with acidic lugol’s for * Lack of studies in developing Charleston Harbor estuary
illustration of DNA. microscopy; C) flowchart of metabarcoding analysis. ® Evaluating methods for reliability, using multiple techniques to
eliminate potential errors and provide a higher confidence in results
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Table 3: Quantitative metrics that can be compared across certain methods. Proxies are the outputs
O bjeCtiveS of each method and the dependent variables are the quantitative metric. Dependent variables are

color coded to show which variables can be compared across methods. ASV = amplicon sequence
variant. References & Acknowledgements
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